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I'lie Biotechnology Systems Branch of tlic Scientific and Technical Information 
Center (STIC) detected errors uhen processing the following computer readable 




THE A'lTACHED PRINTOUT EXPLAINS DETECTED ERRORS. 

PI. EASE FORW ARD THIS INFORMATION TO THE APPLICANT BY EITHER: 

1) INCLUDING A COPY OF THIS PRINTOUT IN YOUR NEXT COMMUNICATION TO THE 
APPLICAN l\ WITH A NOTICE TO COMPLY or, 

2) TELEPHONING APPLICANT AND FAXING A COPY OF THIS PRINTOUT, WITH A 
NOTICE TO COMPLY 

FOR CRF SUBMISSION AND PATENTIN SOFTWARE QUESTIONS, PLEASE CONTACT 
MARK SPENCER, 703-308-4212. 



TO REDUCE ERRORED SEQUENCE LISTINGS, PLEASE USE THE CHECKER 
VE RSION 4 . 1 PROGRAM , ACCESSIBLE THROUGH THE U.S. PATENT AND 
TRADEMARK OFFICE WEBSITE. SEE BELOW FOR ADDRESS: 

http:/ / ww'w, uspto.gov/web/offices/pac/checker/ch kr41note.htm 



Applicants submitting genetic sequence information electronically on diskette or CD-Rom should be aware that (here is 
a possibility that the disk/CD-Rom may have been affected by treatment given to all incoming mail. 

Please consider using alternate methods of submission for the disk/GD-Rom or replacement disk/CD-Rom. 

A ny re ply including a sequence listing in electronic form should NOT be sent to the 20231 zip code address fo r tji c 
Unite d States Patent and Trademark Office, and instead should be sent via the following to the indicated addresses: 

1. FFS Oio (<l it(p://www.ii$pto.gov / cbc/cfs/downloads/documcnts.htm> , EFS Submission 
User Manual - ePAVE) 

2. U.S. Postal Service: Commissioner for Patents, P.O. Box 1450, Alexandria, VA 22313-1450 
3 Hand Carry directly to (EFFFXTIVE 12/01/2003): 

U S. Patent and 'frademark Office, Box Sequence, Customer Window, Lobby, Room 1J303, Crystal Plaza Two, 

201 1 South Clark Place, Arlington, VA 22202 * ^ ^ 

4. Federal Express, United Parcel Service, or other delivery service to: IJ.S. Patent and Trademark (^I ficc. 

Box Sequence, Room 1B03-Mailroom, Crystal Maza Two, 201 I South Clark EJace^rlington, VA 22202 
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Listing." The oeder and presentation qi the items ol inioimatxon ifi lj^c 
•’S equence Listing" shail con'torm to the arrangement given below. Each 
item of information shall begin on a new line and shall* begin with the 
numeric identifier enclosed in* angle brackets a? ^shown .. The submi ssjLon . 
of those items of information designated wi th:3a6^"li** mandatory. The 
submission of those items of information designated with an "O" is 
option^X* Humclic identifiers <ll6> through <170> shall only^ be set 
forth at the beginning of the "Sequence Lis ting. ** fol'loiJing Cable 

illustrates the numeric identifiers . 



Name ri c 


Defini tiin 


% » * 

• Comments and 


Mandatory (M) or .. 


Identifier : 


Eormat 

X 


Optional JO) 

» J.' 


<1 10> 


Applicant 


Preferably max. 


M ; 


<120> 


Title of " 

Invention 


of 10 names; 
one name per line; 
preferable .-format: 
Surname , Other /- 
Names and/or 
Initials 


>r. 

V-' 

M 

i 


<1 30> 


rile Reference 


Personal file 
re f crcncc 


f\, when filed prior 
to assignment of 
appl . numJic r 


< 1 <0> 


Current App 1 i ca - 
Lipn Number 


Sped f y as: 

US 07/999, 999 or 
PCT/US96/99999 


M, if a va i 1 ab 1 c 


< \ A \ > 


Current filirig 
Date 


Speedy as: yyyy-mm-dd 


M, if a va liable 


<1 so> 


Prior Application Specify as: 
Humber US OT/999,999 or 

PCT/US9C/99999 


M, if appl i cabl c 
i ncl ude priori t y 
documents under 
3S use 119 and 
120 


<IS1> 


Prior Application 
riling Date 


Specify as: yyyy-mm-dd 

X 


M, if appl i cab 1 e 


<i co> 


Number of SEQ ID 
NOs 


t 

Count includes ' 

total number of 
SCO 10 NOs 


H 


<170> 


5.0 f twa re . ’ 


Name of software used 
to create the 
Sequence Listing 


0 


<2I0> 


SCO ID NO: ff : 


Response shall be an 
i n tege r r cp re - 
senting the SEQ 
ID NO shown 


H 


<2 1 1 > 


Length 


Respond with an integer 
expressing the number 
of bases or amino acid 


M 



res iduc s 



I *r 34 



I S ) I'M 




<2 1 3 > Ory^ni am 



<2 20> fcacurc 



<221> Ndmc/Kcy 



<^22> Loc ^ t i on 



culc is Df^A, 
rNA, or PRT 
(protein) . I ( 

A nucleotide 
acqucncc con- % 
tains both DMA 
and fWA fraq- 
ments^ the 
type shall be 
. \ ”DNA. In ad- 

. dition, the 
combined ONA/ 

WA molecule 
shall be further 
described in 
t)ic <220> to 
<223> feature 
section. 

Scientific name, 
i.c. Ccnus/spcci C5 , 
• Unhnown or Artifi- 
cial Sequence. In 
addition, the 
"Unknown** or 
"Art i f i ci a 1 Sc- 
quence" organisms 
shall be further 
described in t)»c 
<220> to <223> 
feature section. 

Leave blank after 
<220>. <221-223> 
provide for a 
description of 
points of bio- 
l og i ca 1 signi- 
ficance in the 
s cqucncc . 



X 



Provide appropriate 
identifier for 
feature, pre- 
ferably from 
Wteo Standard 
ST.2S M 996 ), 
Appendix 2, 

Tables S and 6 

Spec i f y loca c ion 
within sequence; 
where appropriate 
state numbe r of 
first and l_a s t 
tiascs/amino acids 




M, under the 
foil owi ng cond i - 
t i ons : if "n, " 

*‘Xaa , or a mod- 
1 f i cd or unusua 1 
L'amino acid or 
modified base was 
used in a se- 
quence; if ORGAN- 
ISM is "Art i f V - 
c i a 1 Sequence" o r 
"Unknown" ; i f 
mo 1 c c u 1 c 15 
combined ONA/RNA. 

M, under the fol- 
lowing condi t ions 
if "n, “ "Xaa , " or 
a mod i f i cd o r un - ' 
usual L- ami no 
sc Ld or mod i f i c.d 
base was used in 
a sequence 

H, under the fol- 
lowing conditions: 
if "n . " "Xaa . " or 
a mod i ( i cd or un- 
usual L • amino 
acid or mod i f i cd 




<223> 

1 

4 


Other Infor- 
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/ 
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information; 

•four lines maximum 
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• % 

y 


H, under the fol- 
lowing conditions: 
i f "n, •: -Xaa^’Vor- 
a modified or un- ** f 

usual L^amino acid 
or modified base 
was used in a ? 

sequ nee; if 

organism 

is -Artificial 
Sequence- or 
. -Unknown-; 

molecule is com- 
bined DNA/RNA-'=' >- 


<300> - 


Publ i ca tion 
I n forma tion 


Leave blank' 
after <300> 


0 ^ 


<301> 


Authors 


Preferably max 
of ten named 
authors of publi- 
cation; specify 
one name per line; 
preferable format: 
Surname, Other 
Names and/or 
Initials 


V ^ 

f 

/ 


< 302> 


!* 

Title 




o 


< 303> 


Jou r na 1 




0 


< 30< > 


Volume 




0 


<30S> 


I s sue 




0 


< 306> 


Pages 




0 


<307> 


Date 


Journal date on which 
data publ i s hed; 
specify as yyyy-mm- 
dd, KMM-yyyy or ^ 
Scason-yyyy ^ 


0 


< 300> 


Oat aba sc 
Access i on • 
Numbe r 


Accession numl>cr 
a s s 1 gned by da t a - 
base including 
database name 


0 

tl 


< 309 > 


Database Cntry 
Date 


Date of entry in 
database; speci f y 
as yyyy-mm-dd or 
MMM- yyyy 


0 


<3 1 0> 


Patent Document 
Numbe r 


Document number; 
for patent-type 
ci ta t ions only. 
Spec 1 f y as. for 
e x a* mp 1 c , US 
03/999.999 - 


0 


) 1 


. 


# % 
># 


I* ^ ' hM * 




cypc citicionj only; 

- • specify 4S yyyy-mm-dd 

<312> Publication Date Document publica^ti^^ 0 ^ 

date, for ^ 

patciit-typc 
citaUons only; 
specify as yyyy-fnm-d<^ 

. ' ^ ’ 
ndevant / VbOM (positionj TO O 

Hcsiducs X, (position) 

Sequence SCO ID KO should . *H ^ 

follow t)>e 

•' numeric identifier 

and s)»ould appear 
on the line ptc'^^ . 
ceding tfic actual * •• 

sequence 

S, Section l.G2< is revised to read as follows: 

1.024 Perm and format for nucleotide and/or amino acid 'sequence 
submissions in computet readable form. 



<313> 
<4 00> 



(a) T)ic computer readable (orm required by 
following spec i f i ca t i ons : 



1.021 (c) sliall meet the 



(U TJic computer readable forra shall contain a single “Sequence Listing" 
as either a di 5 l:*cttc. series of diskettes, or other permissible media 
outlined in paragraph (cl of tins section. 

(21 The “Sequence Lisirng" in paragraph (a) (11 of this section shall be 

submitted in American Standard Code for Information Interchange (ASCII) 
text. No other formats shall be allowed. 

(3) The computer readable form may be created by any means, such as word 
processors, nuc I co t i de/ami no acid sequence editors or other custom 
computer programs; however, it shall conform to all specifications 
detailed in this section. 



(<) rile compression is acceptable when using diskette media, so long as 
the compressed file is in a s c 1 f - c >: t r ac 1 1 ng forma^that will decompress 
on one of the systems described in pacagrapli (bl this section. 

(b) Page numljcring shall noi appear within the computer readable form 
version of tlic “Sequence Listing** file. 

(Gl All compu t c r - r cada b 1 c forms shall have a label permanently a f f i Kcd 
thereto on which has been hand-printed or t yped ; the name of the 
applicant, the title of the invention, the date on which the data were 
recorded on the computer readable form, tlic operating system used, a 
reference nurr\l>cr, and an application serial number and filing date, if 
known . 



(b) Computer readable form submissions must meet these format 
requ i r ement s : 

(I I Computer: I DM PC/XT/AT. or compatibles, or Apple Macintosh; 

f?l Operating System: MS-DOS. Unix or Macintosh; 
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